De tailed genetic linkage maps of B. thunbergii accession 'BtUCONN1' and B. vulgaris accession 'Wagon Hill' (chromosomes 1-3). For each of the 14 chromosomes (paired on the basis of synteny assessed via the Kobold reference assembly), side-by-side ideograms are shown. All chromosomes share the same scale (Kosambi cM) and are oriented such that 0 cM corresponds to the telomere of the short-arm.
3 Figure S1 (continued). Detailed genetic linkage maps of B. thunbergii accession 'BtUCONN1 . For each of the 14 chromosomes (paired on the basis of synteny assessed via the Kobold reference assembly), side-by-side ideograms are shown. All chromosomes share the same scale (Kosambi cM) and are oriented such that 0 cM corresponds to the telomere of the short-arm.
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Figure S1 (continued). Detailed genetic linkage maps of B. thunbergii accession 'BtUCONN1 . For each of the 14 chromosomes (paired on the basis of synteny assessed via the Kobold reference assembly), side-by-side ideograms are shown. All chromosomes share the same scale (Kosambi cM) and are oriented such that 0 cM corresponds to the telomere of the short-arm. 
